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There is much interest in the processing of data
streams for applications in the fields such as finance,
environment, mobile communications, webservices, and
manufacturing. This paper focuses on the problem to
search, exactly, similar pairs of streaming data
sequences of arbitrary length. We propose DAPSS(DAta
stream Processing for Store and Search). DAPSS can
address this problem fast, accurate, and with small
memory. Experiments show that DAPSS is dozens of
times faster than the naive method while outputs are
exact.
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Time Value Inner structure
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Fig.5 Wall clock time versus sequence length
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Fig.6 Wall clock time versus the number of sequences
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