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We propose a method for extracting frequent sequential
patterns with minimum variable-wildcard regions, in
order to extract candidates of a motif from amino acid
sequence databases. A scope database defined by each
frequent k-length pattern is constructed by the extension
of Projected Database that generate frequent (k+1)-length
patterns from a frequent k-length pattern in pattern
growth approach. Moreover, we report experimental
results that our extended method was evaluated using a
dataset that includes the Leucine Zipper motif.
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Tablel: An example of a sequence database
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Figl Patterns extracted by the variable-length pattern
extraction method.
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Fig2 Patterns extracted by the scope database.
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Table2: Leucine Zipper Evaluation.
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